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As barcoding grows, worries disturb minds, some worries evoked by broad concerns and some prompted by perceptible limits. Some worries concern any DNA taxonomy and some concern only COI barcoding. 

1. Barcoding is reductionist and Orwellian.  Biologists struggle for a “feeling for the organism” and to maintain academic departments concerned with holistic and integrative studies, not only molecular and genetic ones.  Barcoding reduces species, the fundamental units of biology, to a brief digital code.  Will barcoding make humans see other animals and plants as ciphers and devalue them?

2. Barcoding denigrates hard-won knowledge.  During more than two centuries of painstaking observation biologists have amassed wonderful knowledge about the morphology and behavior of species that can be accessed with the master key of a binomial name.  If DNA barcodes become the arbiter of species, will they invalidate the master key of binomial names and waste the amassed knowledge?

3.  Barcoding threatens jobs.  Publications and taxonomic keys backed by archived and vouchered specimens form the visible capital of knowledge about species.  Less obvious capital is in the human form of experience and skill embodied in biologists themselves.  An example demonstrates the reality of the human capital: Only examination and confirmation by an expert authority establish the identity of a rare specimen, and especially, only the recognized authority can confirm the discovery of a new species.  Will barcoding dissipate this human capital, eliminating occupations for systematists as new technology unemployed blacksmiths and celestial navigators?

4. Barcoding obscures the nuance of the species concept.  Biodiversity is not arranged for biologists’ convenience.  Nature separates some clusters of life by deep valleys and others by shallow ones.  Much judgment has gone into giving the rank of species to groups of living things and calling them by name.  Mechanical rules based on absolute numbers of nucleotide differences or ratios do not comprehend the bewildering diversity of nature.  Will barcoding endanger our nuanced appreciation of species?
5. Barcodes cannot grow a tree of life. While barcoding sprouts leaves on the twigs, resolving the evolution of entire genomes along the branches of the tree of life also employs DNA but typically requires more and longer sequences.  Will concentration on the barcodes comprised of short sequences at a uniform location confuse and retard resolution of the tree of life?  Will success by barcoding take resources from other studies needed for older parts of the tree of life?

6. Barcoding is a mere slogan and an inadequate analogy. Since the 1970s biologists have been accumulating examples of DNA sequences that differ among groups of species and provide clues to evolutionary connections.  Is the phrase “barcode of life” only a stratagem for winning funds by implying, for example, that the accumulating DNA sequences will grant users and managers new powers as in retail enterprises?   Does “barcode of life” wrongly imply that species are static?  Does it imply that species are invariant and neither the outcome of evolution nor susceptible to future variation?

7. Evidence already shows animal species that COI cannot identify. A threshold of 2.7% between COI barcodes has been proposed for distinguishing bird species.  Sequences of another mitochondrial gene were compared among several recently evolved sister species of birds, i.e., species evolved from a common ancestor.  Several of the distances among sequences of the other genes in the sister species were shorter than the proposed 2.7% threshold for COI.  Will there be enough exceptions to disqualify barcoding at the COI location?

8.  COI cannot be a universal barcode. Agreement on a uniform system of bars and lines as much as the optics and computers in a supermarket imparts power to commercial barcodes.  While a sequence of about 650 base pairs of COI barcode has distinguished species of insects and birds, botanists know that a different gene locality and possibly two will be required to identify species of plants.  Could so many sequences be required to cover the book of life that the lack of universality of a single, discriminating, short sequence restricts the power of barcoding species?

9.  It is too soon to standardize on a very few localities. Historically, domains of technology have sometimes locked into an adequate standard such as the QWERTY keyboard that time proved sub-optimal.  Should we postpone standardization while much more extensive and systematic testing are carried out on the genome to choose a locality likely to withstand all challengers?
